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4 <110> APPLICANT: RAHME, Laurence 

5 DEZIEL, Eric 

6 LEPINE, Francois 

7 TOMPKINS, Ronald G. 

8 XIAO, Gaoping 

10 <120> TITLE OF INVENTION: Methods For Identifying Candidate 

11 Compounds For Treating, Reducing, or Preventing Pathogenic 

12 Infections 

14 <130> FILE REFERENCE: 00786/455003 
C--> 16 <140> C&%*31IT APPLICATION NUMBER: US/10/586,403 
C--> 16 <141> CURRENT FILING DATE: 2006-07-18 

16 <150> PRIOR APPLICATION NUMBER: PCT/US05/02174 

17 <151> PRIOR FILING DATE: 2005-01-21 

19 <150> PRIOR APPLICATION NUMBER: US 60/538,361 

20 <151> PRIOR FILING DATE: 2004-01-22 

22 <150> PRIOR APPLICATION NUMBER: US 60/538,278 

23 <151> PRIOR FILING DATE: 2004-01-21 
25 <160> NUMBER OF SEQ ID NOS : 17 

27 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

29 <210> SEQ ID NO: 1 

30 <211> LENGTH: 1554 

31 <212> TYPE: DNA 

32 <213> ORGANISM: Pseudomonas aeruginosa 

34 <400> SEQUENCE: 1 

35 atgtccacat tggccaacct gaccgaggtt ctgttccgcc tcgatttcga tcccgatacc 60 

36 gccgtttatc actatcgggg ccagactctc agccggctgc aatgccggac ctacattctc 120 

37 tcccaggcca gccaactggc ccgcctgctc aagcccggcg atcgcgtggt gctggcgttg 180 

38 aacgactcgc cttcgctggc ctgcctgttc ctggcctgca tcgcggtcgg cgccattccc 240 

39 gccgtgatca atcccaagtc ccgcgagcag gccctggccg atatcgctgc cgactgccag 300 

40 gccagcctgg tggtgcgtga agccgatgca ccgtcgctga gcggtccttt ggcgccgttg 360 

41 accctgcgtg cggccgccgg acgccctttg ctcgacgatt tctcgctgga cgcgctggtc 420 

42 ggccctgcgg acctcgattg gagtgccttc catcgccagg acccggcggc agcctgtttc 480 

43 ctgcaataca cctcgggttc caccggggcg cccaaggggg tgatgcacag cctgcgcaac 540 

44 acgctcggtt tctgccgggc gttcgctacg gagttgctgg cattgcaggc gggagaccgg 600 

45 ctgtattcga ttcccaagat gttcttcggc tatggcatgg gcaacagcct gttctttccc 660 

46 tggttcagcg gagcctcggc gctgctcgac gatacctggc cgagcccgga gcgggttctg 720 

47 gagaacctgg tcgccttccg cccccgggtc ctgtttgggg tgccggccat ctatgcctcg 780 

48 ctgcgtccgc aggccaggga gctgttgagc agcgtgcgcc tggcgttttc cgccggctcg 840 

49 ccgctgccgc gcggcgagtt cgaattctgg gccgcgcacg ggctggagat ctgcgacggc 900 

50 atcggggcta ccgaggtcgg ccatgtgttc ctcgccaacc gcccgggcca ggcgcgtgcc 960 

51 gacagcaccg ggctgccgtt gcctggctat gagtgccggc tggtggaccg cgaaggacac 1020 

52 actatcgagg aagcgggccg gcaaggcgtg ctgttggtgc gtggcccagg gctgagtccg 108 0 

53 ggttactggc gggccagcga agagcagcag gcgcgcttcg caggtggctg gtaccgcacc 1140 
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54 ggcgacctgt tcgagcgcga cgagtcgggt gcctaccgtc actgtgggcg ggaagacgat 1200 

55 ctgttcaagg tgaatggccg ctgggtggtg ccgacccagg tcgagcaggc gatctgccgt 1260 

56 catctgccgg aagtgagcga ggcggttctg gttcctacct gccggctgca cgacggcttg 1320 

57 cgtccgaccc tgttcgtcac cctggccact ccgctggacg acaaccagat cctgctggcg 13 80 

58 cagcgcatcg accagcatct cgccgaacag attccctcgc acatgctgcc cagccaattg 1440 

59 catgtgctgc cggccttgcc gcgcaacgac aacggcaagt tggcgcgcgc cgagctgcgc 1500 

60 cacctggccg acacccttta tcacgacaac cttccggagg aacgggcatg ttga 1554 

62 <210> SEQ ID NO: 2 

63 <211> LENGTH: 852 

64 <212> TYPE: DNA 

65 <213> ORGANISM: Pseudomonas aeruginosa 

67 <400> SEQUENCE: 2 

68 atgttgattc aggctgtggg ggtgaacctg cccccatcct atgtgtgtct ggaggggccg 60 

69 ctgggaggcg aacgccctcg cgcccagggc gacgagatgc tgatgcagcg cttgctgccg 120 

70 gcggttcgcg aagccctgga cgaggcggcg gtcaagcccg aggagatcga cctgatcgtc 180 

71 ggcctcgccc tgtctcccga ccatctgatc gagaaccgcg acatcatggc gccgaagatc 240 

72 ggccatccgt tgcagaaggt cctcggcgcg aatcgcgcgc atgtcttcga cctcaccgac 300 

73 tcgagcctgg cccgcgccct ctacgtggtc gataccctcg ccagcgacca gggctatcgc 360 

74 aacgtcctgg tcgtgcgcgg cgaatccagc cagggattgg aagtggacag cgagtccggc 420 _\ . . ? . ■ ' 

7b ttcgcccccg ccgacggcgc cctggcgctg ctctgccggc cgaccggcaa ggccgcgttc 480 ♦ ' ~ 'V- 

76 cgtcgcggtg cgctgggcgg tgatccggcg caggaatggc tgccgctgag cattccgctg 540 

77 aataccgata ttcgccaggt aggcgacgtc aagggacacc tcaacctgcc ggcccaacct 600 

78 ggattgcccg aagcggtacg cgccggattc acccgtctgg ccggggactt cccgcaactg 660 

79 aactgggtgc gcgaggaatg gttcggccag ggacggcccg atggtcgttg cctggggccg 720 

80 ttcgaactgg cgtcgcaact gcgcgcggca cagcgcgacc gtctggatga actgctgctg 780 

81 atcagcttcg atccgttcgg catggtggtg gagggcgtga ccctggaact ggcgggagaa 840 

82 gctcatgcat aa 852 

84 <210> SEQ ID NO: 3 

85 <211> LENGTH: 1047 

86 <212> TYPE: DNA 

87 <213> ORGANISM: Pseudomonas aeruginosa 

89 <400> SEQUENCE: 3 

90 atgcataagg tcaaactggc agcgatcacc tgtgaacttc cggctcgcag ctacgaaaac 60 

91 gacgatccgg tgttcgctgc ggtaccggac ctcagcgagt cctggtggca attctggggc 12 0 

92 gtcaatcggc ggggctattt cgacccgcgg aacggcgaga acgagttcag cctggtggtc 180 

93 cgggccgccg agcgcctgct gcgtagcagc gataccgcgc cggatagcgt ggacatgctg 240 

94 atctgttcgg cttcctcgcc gatcatgacc gacgccggcg atgtcctgcc ggacctgcgc 3 00 

95 ggacgtctct acccgcgcat ggccaacgtg ctgtccaagc agctcggcct gagtcgggcg 3 60 

96 ctgccattgg attcgcagat ggagtgcgcc agcttcctgc tcaacctgcg cctggcagcg 420 

97 agcatgatcc gccagggtaa ggccgagaaa gtgctggtgg tgtgcagcga gtacatctcc 480 

98 aacctgctcg acttcacctc gcgtacctcg accctgttcg ccgatggctg cgcggtggcc 540 

99 ctgctgaccc gcggcgacga tgacagctgc gacctgctgg cttcggccga acacagcgac 600 

100 gctacgttct atgaagtggc caccggtcgc tggcgcctgc cggaaaaccc gaccggcgag 660 

101 gccaagccgc ggctttattt ctcgttgttc agcgacggcc agaacaagat ggccagcttc 720 

102 gttccgacca acgtgccgat cgcgatgcgc cgggcgttgg aaaaggccgg cctgggcagc 780 

103 gatgacatcg attatttcgt cttccaccag ccagcgccgt tcctggtcaa ggcctgggcc 840 

104 gagggcatcg gtgcccgtcc tgagcagtac caactgacga tgggcgatac cggcgtgatg 900 

105 atctccgttt ccatcccgta caccctgatg accggcctgc gcgagggcaa gatccgcccc 960 

106 ggcgatcgta tcgtcatggc cggcgcagcc actggctggg ggttcgccgc ccaggtctgg 102 0 
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107 caattgggtg aggtgctggt gtgctga 1047 

109 <210> SEQ ID NO: 4 

110 <211> LENGTH: 1014 

111 <212> TYPE: DNA 

112 <2 13 > ORGANISM: Pseudomonas aeruginosa 

114 <400> SEQUENCE: 4 

115 atgggtaatc cgatcctggc cgggctgggt ttcagcctgc cgaaacgcca ggtcagpaat 60 
116- catgacctgg tagggcgcat caatacgtcg gacgagttca tcgtcgaacg taccggcgtg 120 

117 cgcacccgct atcacgtcga gccggaacag gcggtcagcg cgctgatggt gccggcggcg 180 

118 cgccaggcca tcgaggctgc cgggctgctg ccggaggaca tcgacctgtt gctggtgaac 240 

119 accctgtcgc cggaccacca cgacccgtcc caggcctgcc tgatccagcc gctgctgggc 300 
12 0 ctgcggcaca tcccggtact ggatatccgg gcacagtgca gcgggttgct gtacggcttg 36 0 

121 cagatggctc gcgggcagat cctcgccggg ctggcacggc atgtcctggt ggtctgcggc 42 0 

122 gaggtgctgt ccaagcgcat ggactgttcg gaccgcggcc gcaacctgtc gatcctgctc 480 
12 3 ggcgacggtg ccggcgcagt ggtggtcagc gccggcgaga gtctcgaaga cggactgctg 540 
124 gacctgcgcc tgggcgccga cggcaactac ttcgacctgc tgatgaccgc ggcgccgggt 600 
12 5 agtgcctcgc cgaccttcct cgacgagaat gtcctgcgcg agggcggggg cgagttcctc 660 

126 atgcgcggcc ggccgatgtt cgagcatgcc agccagaccc tggtacggat cgccggcgaa 72 0 

127 at>;ctcgcgg cccstgagct gaccctggac gacatcgacc atgtgatctg ^catcaaccg 7GC : -** T fr 

128 aacctgcgca tccccgatgc ggtgcaggag caactgggca ttccccagca" caagttcgcg 840 

12 9 gtgaccgtgg atcgtctggg caacatggct tcggcctcga ccccggtcac gctggcgatg 900 

130 ttctggccgg acatccagcc gggacagcgg gtgctggtcc tgacctacgg ctccggcgcg 960 

131 acctggggcg cggcgctgta ccgcaaacct gaggaggtga accggccatg ttga 1014 

133 <210> SEQ ID NO: 5 

134 <211> LENGTH: 906 

135 <212> TYPE: DNA 

136 <213> ORGANISM: Pseudomonas aeruginosa 

13 8 <400> SEQUENCE: 5 

13 9 atgttgaggc tttcggctcc cggtcaactg gatgatgacc tgtgcctgtt gggggacgtc 60 

140 caggtgccgg tgttcctgct gcgtctcggt gaggcgagct gggcgctggt tgaaggaggg 120 

141 atcagccggg atgccgaatt ggtttgggcg gacctgtgcc gctgggtcgc cgacccgtcc 180 

142 caggtgcact actggctgat cacccacaag cactacgacc actgcggcct gctgccctac 240 

143 ctgtgtccgc ggctgccgaa cgtacaggtc ctggcgtccg agcggacctg ccaggcctgg 3 00 

144 aagtcggaaa gcgcggtgcg ggtggtcgag cgcttgaacc ggcaactgtt gcgtgcggag 3 60 

145 cagcggttgc ccgaggcctg tgcctgggac gctctgccgg ttcgcgcggt ggccgacggc 42 0 

146 gagtggctgg agctgggacc gcggcatcgc ctgcaggtca tagaggccca cggccacagc 480 

147 gacgatcacg tggttttcta cgacgtgcga cgccgacgcc tgttctgcgg cgatgccctg 540 

148 ggcgagttcg acgaggcaga gggggtgtgg cggccgctgg tgttcgacga catggaggct 600 

149 tacctggagt ccctggaacg tctgcagcgt ctgccgaccc tgctgcaact gatcccggga 660 

150 cacggcggcc tgctgcgggg gcggctggcc gcggatgggg ccgagtcggc ctataccgag 72 0 

151 tgtctgcgcc tgtgccggcg gttgctctgg cgccagtcca tgggcgaatc cctcgacgaa 780 

152 ctgagcgagg agctgcaccg cgcctggggt gggcagagcg tcgacttcct gcccggcgaa 840 

153 ctgcacctgg ggagcatgcg ccggatgctg gagattctct cccgccaggc gctgcctctg 900 

154 gactga 906 

156 <210> SEQ ID NO: 6 

157 <211> LENGTH: 1149 

158 <212> TYPE: DNA 

159 <213> ORGANISM: Pseudomonas aeruginosa 
161 <400> SEQUENCE: 6 
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162 atgaccgttc ttatccaggg ggccgggatc gccggcctgg cgctggcgcg cgaattcacc 60 

163 aaggcaggca tcgactggct gctggtcgag cgggccagcg agatcaggcc catcggtacc 12 0 

164 ggcatcaccc tggcgagcaa tgcgttgacg gcgttgtcca gcaccctgga tctcgaccgg 180 

165 ctgttccgcc gtggcatgcc gttggccggc atcaacgtat acgcccacga cggttcgatg 240 

166 ctgatgtcga tgccttccag tctgggtggg aattcccgcg gcggcctggc gttgcagcgc 300 

167 cacgaactgc atgcggcgct actggagggg ctggatgagt cgcgcattcg ggtcggggtc 360 

168 tccatcgtgc agatcctcga oqgactcgac , cacgaacgcg tgaccctgag cgacggcact 420 

169 gtccacgact gttcgctggt ggtcggtgcg gatggcattc gttcgagcgt gcgacgttat 480 '* 

170 gtctggccgg aggcgacctt gcgtcattcc ggcgaaacct gctggcgcct ggtcgttccc 540 

171 catcggctgg aggacgccga gctggcggga gaggtctggg ggcacggcaa gcgcctcggc 600 

172 ttcatccaga tcagcccgcg cgagatgtat gtctacgcga ccctgaaggt gcgccgggag 660 

173 gagcccgagg acgaggaggg cttcgtaacc ccgcaacggc tggccgccca ctacgcggac 72 0 

174 ttcgacggca tcggcgcgag catcgcccgg ctcataccga gcgccaccac gctggtgcac 780 

175 aacgacctcg aggagttggc cggcgcctcc tggtgccgcg gacgggtagt gctgatcggt 840 

176 gacgccgcac acgccatgac gccgaacctg gggcagggcg cggccatggc cctggaggac 900 

177 gccttcctgc tggcgcgcct gtggtgcctg gcgccgcgcg ccgagacgct gatcctgttc 960 

178 cagcagcaac gcgaggcgcg gatcgagttc atcaggaagc aatcctggat cgtcggccgc 1020 

179 cttggtcagt gggaatcgcc ctggagcgtc tggctgagga ataccctcgt tcgcctggtg 1080 

. 180 ccgaatgcca gtcgcaggcg ■ cctcnaccag cgtcttttca ccggtgtcgg tgagatggcc 1140^ ^ . ^ 

181 gcacagtag - 1149 ' 

183 <210> SEQ ID NO: 7 

184 <211> LENGTH: 1197 

185 <212> TYPE: DNA 

186 <213> ORGANISM: Pseudomonas aeruginosa 

188 <400> SEQUENCE: 7 

189 atgacggaca accatatcga tgtactgatc aacggctgcg gcatcggcgg ggcgatgctc 60 

190 gcctacctgc tcggccgcca gggccaccgc gtggtggtag tggaacaggc acggcgcgaa 120 

191 cgcgcgatca acggcgccga cctgctcaag ccggccggca tccgggtggt cgaggcggcc 180 

192 gggttgttgg ccgaggtgac ccgtcgcggt gggcgggtcc gccatgagct ggaggtctat 240 

193 cacgacggcg agctgcttcg ctatttcaac tattccagcg tcgacgcgcg cggctatttc 300 

194 atcctcatgc cctgcgagtc gctgcgccgc ctggtactgg aaaaaatcga cggcgaagcg 360 

195 accgtcgaga tgctgttcga gacccgcatc gaagcggtgc agcgcgacga gcgccacgcg 42 0 

196 atcgaccagg tgcgcctgaa cgacggccgc gtgctgcgtc cgcgggtggt ggtgggagcc 480 

197 gacggtatcg cctcctacgt gcgccgccgg ctgctcgata tcgatgtgga acgccgcccc 540 

198 tacccgtcgc cgatgctggt cggcaccttc gccctggcgc cctgcgtggc cgagcgcaac 600 

199 cgcctgtacg tggactcgca gggcgggctg gcctacttct atccgatcgg tttcgaccgc 660 

200 gcgcgactgg tggtgagctt ccccagggag gaggcgcgcg agctgatggc cgacacccgc 720 

201 ggcgagtcgc tgcgccggcg cttgcaacgc ttcgtcggcg acgagagcgc cgaggcgatc 780 

202 gccgccgtca ccggcacttc gcgcttcaag ggcatcccca tcggctacct gaacctggac 840 
2 03 cgctactggg cggacaacgt ggcgatgctc ggcgacgcca tccacaacgt gcatccgatc 900 
2 04 accggccagg gcatgaacct ggccatcgag gacgccagcg ccctggccga cgccctcgac 960 

205 ctggccttgc gcgacgcctg cgcgctggag gatgccctgg ccggctacca ggccgagcgc 1020 

206 ttcccggtga accaggcgat cgtctcctat ggccatgcgt tggccaccag cctggaggat 1080 

207 cgccagcgct tcgccggggt cttcgacacc gccctgcagg gcagcagccg tacgccggaa 1140 

208 gccctgggcg gcgagcgctc ctaccagccg gtgcggtcgc cggcgccgct cggctga 1197 

210 <210> SEQ ID NO: 8 

211 <211> LENGTH: 517 

212 <212> TYPE: PRT 

213 <213> ORGANISM: Pseudomonas aeruginosa 
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